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High costs
iIn home
: country
Cross Border Reproductive Care
High
Long
(CBRC) Success waiting lists

Rate

traveling from where you live to another

CBRC

country to obtain reproductive services and

treatment

Seeking a

Legal
Q¢ better
restrictions treatment

Non-
available

services CROSS BORDER REPRODUCTIVE CARE, Human
Reproduction, Volume 26, Issue suppl_1, 1 December 2011,
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25.0ct.21
email inquiry
-Ultrasound,
trio-WES, low-
pass CNV
NGS, Fetal
DNA chip,
ECS

M: del(18)(p11.21)
F: del(18)(p11.21)

Singapore: Tony Tan Women and Fetal Clinic & PLL Anaesthesia Clinic

PGDIS

Hong Kong: PGD Lab, Dept.Obstetrics & Gynecology CUHK

26.0ct.21

Test review &
counseling
email

Fetus: hom del(18) pl1.21)patmat

PGT and
BEYOND...

08.Dec.21 R 2 IVF cycles
- Feb.23
BKK ?1tDIe[():N2A% Pre-clinical Feb,Apr.22 A healthy baby
Pre-clinical el work-up PGT-A=20
- arrived BKK completed was born
counselling P PGT-M = 18

email to Dr

Richard Choy
CUHK for fetal
DNA
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Cardiac abnormality

TOP at 21 wks

Fetal anomalies: CPC Bilateral talipes
hom del(18)(p11.21)patmat
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Feasibility Test PGT-M Preclinical Work-up
11 STR markers
2 STS direct testing
GAP PCR
STS 73320 STS 136786
Scale 100 kb| | hg19
chrig: 10,700,000| 10,750,000/ 10,800,000/ 10,850,000/ 10,900,000/ 10,950,000/ 11,000,000/ 11,050,000 11,100,000|
Refetence Assembly Fix Patch Sequence Alignments
Fix Patches

Reference Assembly Alternate Haplotype Sequence Alignments
UCSC Genes (F{efSeq GenBank CCDS, Hfam tRMAs & Comparative Genomlcsj

UCSC Genes tH-H—HHH—tH—— -t =1 i i I

HUGG Gene N«:rmenclature

PIEZO2
KIAA0895LP1 I 0.10977195 11025171del
MIR6728 |
Publications: Seguences in Scientific Articles
SNPs | | |
OMIM Gene Phenotypes - Dark Green Can Be Disease-causin
613629

rt Genetic Variants from dbSNP release 1
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Marker Marker test Marker position Chr. Female Male Affected fetus
(GRCh37/hg19) banding (Al Nusrat) (Syed HI) (Reference)
1 D18S843-FAM 8,613,636-8,613,983 18p11.22 200 206 200 203 200 200
2 D185S464-FAM 9,961,258-9,961,571 18p11.22 301 303 301 299 301 301
3 D18S1153-HEX 10,133,108-10,133,448 18p11.22 222 226 222 238 222 222
D18S1150-
4 TAMRA 10,246,591-10,246,929 18p11.22 205 205 205 209 205 205
3'flanking PIEZO2 gene
5 D18S1158-FAM 10,742,702-10,742,907 18p11.22 119 119 119 119 119 119
5'flanking PIEZO2 gene
6 D18S53-FAM 11,492,730-11,492,931 18p11.21 189 189 189 183 189 189
7 D18S1116-HEX 11,556,892-11,557,196 18p11.21 r 189 189 189 189 189
8 D18S482-HEX 11,846,213-11,846,539 18p11.21 322 324 322 322 322 322
9 D18S71-TAMRA 12,596,866-12,597,248 18p11.21 273 279 273 273 273 273
D185S453-
10 TAMRA 12,914,783-12,914,961 18p11.21 1 175 171 171 171 171
11 D18S1114-FAM 12,923,931-12,924,146 18p11.21 103 103 103 101 103 103

Chr18

Chr18

D185843
D185464
D1851153
D1851150
D1851158
D18S53
D1851116
D18s482
D18s71
D185453
D1851114

D185843
D18S464
D1851153
D1851150
D1851158
D18853
D18S1116
D185482
D18S71
D188453

D18S1114

203
299
238
209
119
183
189
322
273
171
101

PIEZO2: 18p11.2

200
301
222
205
119
189
189
322
273
171
103

“” Fetus

@

206
303
226
205
19
189
189
324
279
175
103

Homozygous deletion in exon 3 of

PIEZO2 gene

200
301
222
205
119
189
189
322
273

322

200
301
222
205
119
189
189
322
273
171
103
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